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by binding to a highly conserved epitope in the receptor-binding domain of the pharmacokinetic (QSP/PBPK) modeling and simulation analyses herein were used
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e Figure 3 shows the model predictions for the placebo and REGN-COV2 treatment groups
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spike protein to support an ADG20 dose regimen decision for a Phase 2/3 COVID-19 treatment
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« The Fc region of ADG20 has been modified to provide an extended half-life study (STAMP: NCT04805671) y JroHpIng ;P ol s | s s ||
e In vitro, ADG20 displays high binding affinity and potent neutralization against all Figure 2. Viral dynamic model diagram and equations g 6 N Ez—,’ Ez—;' Ez— Ez-,’ .
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Using a single IM injection, ADG20 has the potential

2400 mg or 8000 mg combination dose; “An in vitro IC,,, (0.007 pg/mL) was used as the SC_  in simulations for ADG20. » c c C C
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